
BRCA+16 GENES 

Hereditary predisposition to breast, ovarian and endometrial cancer 

Approximately 1 in 8 women is diagnosed with breast 
cancer in her lifetime. 

 

 
 
 

 

Each year, more than 
1,600,000 new cases of breast cancer and more than 
230,000 of ovarian cancer. Between 5-10% of breast 
cancer cases and approximately 20% of ovarian cancer 
cases are hereditary. These hereditary cancers are 
frequently associated with mutations in the BRCA1 and 
BRCA2 genes, both of which are tumour suppressor 
genes involved in maintaining DNA integrity. 

There are other genes related to these cancers that 
should be studied to provide more complete information 
to the healthcare professional, as it is estimated that only 
about 25% of cases of hereditary breast and ovarian 
cancer are due to mutations in the BRCA1 and BRCA2 
genes. 

 

 

BRCA+16 GENES test 

Genetic panel including analysis 
of BRCA1 and BRCA2 + 16 
genes related to breast, ovarian 
and endometrial cancer. 

BRCA+16 GENES has been 
designed and developed by the 
genetics experts from the SYNLAB group, in line with the 
NCCN (National Comprehensive Cancer Network) 
guidelines, including the most relevant genes for which 
the guidelines recommend patient-specific management. 

 

 

The genes included in BRCA+16 GENES are involved in 
cell cycle control and DNA repair during cell division. 
Mutations in these genes carry a higher risk of 
developing cancer than in the general population. 

The analysis is performed by NGS (Next Generation 
Sequencing) with paired-end reads, which allows the 
detection of any pathogenic mutation or variant of 
uncertain significance. In addition, the analysis of large 
deletions or duplications in the BRCA1, BRCA2 and 
EPCAM genes is performed by MLPA (Multiplex Ligation-
dependent Probe Amplification). 

Pathogenic and probably pathogenic variants detected 
are confirmed by Sanger sequencing. 

 

 

Advantages of the BRCA+16 GENES test 

✓ It includes genes with strong scientific evidence 
related to these cancers, for which specific patient 
management is described in the NCCN guidelines, 
not only BRCA1 and BRCA2. 

✓ NGS sequencing with paired-end reads + duplications 
and deletions in BRCA1, BRCA2 and EPCAM + 
confirmation of positive results by Sanger sequencing. 

✓ Sampling available in blood and saliva. 

✓ Complete and simple reporting of results. 

✓ Classification and study of variants with the most 
comprehensive databases. 

✓ Results in 10 working days. 

✓ Carried out in Europe, in the SYNLAB laboratories. 

✓ Developed by the team of genetic experts at SYNLAB 
Group, a leading provider of medical diagnostic 
services in Europe. 

✓ Genetic counselling to the specialist at no additional 
cost, to assess the implications of the result for the 
patient and their relatives if needed. 

 
BRCA+16 GENES test results 

Pathogenic mutations, probably pathogenic 
mutations and variants of uncertain significance 
(variants suspected but without conclusive evidence of 
pathogenicity) detected are reported. 

 
Indications 

The BRCA+16 GENES test is indicated in: 
 

 

Requirements 

Fasting is not necessary. 

Sample: 2 x 3 ml tubes of EDTA whole blood or saliva 
(OG-510 device) in specific kit. 

Documentation: Specific Petitioner and Informed 
Consent, incluyendo clinical information and 
consent. 

 

• Women with a family history of breast (female or male) 
and/or ovarian cancer. 

• Women with a family member with familial cancer 
syndrome. 

• Patients suffering from this type of tumour in order to 
determine their possible hereditary nature. 

Approximately 50% of women with BRCA1 or BRCA2 
mutations have no family history of breast or ovarian 
cancer. 

Subscribe to DeepL Pro to edit this document. 
Visit www.DeepL.com/Pro for more information. 
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